species delimitation

what is the species delimatation?




* A method of species deli ::, a Bayesian framework using SNP
data and the programs . SNABR.and-BEAST.
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possible species assignments.
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huw@rocky: ~/Docaments/cesicy-krumlov/BFDstar-tutorial/runA
File Edit View Search Termmal Melp

Step likelihood contribution ESS
-689.959 -207.5B882 7.3537
-783.28 163.6258 3.2712%
-712.4686 -125.3681 Z.8007
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narginal L estimate = -748.7911131431778

Total wall time: 51 seconds
Done
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Model Species

MLE

Rank

BF

runA, current taxonomy 4
runB, lump western forests

runC, lump central forests

runD, lump western & central forests
runk, split fasciatus

runk', split eniangii

runG, reassign Bioko Island
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-935.820
-898.914
-963.806
-935.930
-924.466
-919.750
-920.018

-73.8
+96.0
+0.2
-22.7
-32.1
-31.6

MLE = Marginal likelihood estimate
BF = Bayes factor
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* 1.prograns: We w|IL be using the free, open-source software package, ‘
BEAST (Baye5|é‘n E\)olutlonary Analysis Sampling Trees; E
http: //beast2 org), fqr estimating species trees. For this tutorialpyou
will need to use BEAST version 2.1 or better. The distribution comes
with the BEAUTI, including SNAPP. e

e 2.data: the dzi:;‘a should be in binary format(necessary for SNAPP)
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